Refinement R[F 2 > 2(F 2 )] = 0.065 wR(F 2 ) = 0.195 S = 1.07 2361 reflections 160 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.31 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ) .
Cg is the centroid of the C3-C8 ring.
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA N1-H1Á Á ÁCg i 0.94 (2) 2.99 (2) 3.791 (2) 143 (2) Symmetry code: (i) x; Ày þ 1 2 ; z À 1 2 .
Data collection: CrystalClear (Rigaku, 2010); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
2-(4-Fluorophenyl

Comment
The previously known title compound (Buu-Hoi & Jacquignon, 1949 and Kraus & Guo, 2009) has been synthesized by a new route from Woollins' reagent and 4-fluoro-N-(2-oxo-2-phenylethyl)benzamide. The structure of the compound is not closely related to any known structures; however, among those structures showing similarities (Schmelter et al., 1973 , Konno et al., 2004 , and Kumar & Liu, 2006 the indole N-H shows a tendency toward interactions with π systems, rather than conventional hydrogen bonding, similar to that observed in the title compound.
Experimental
A suspension of 4-fluoro-N-(2-oxo-2-phenylethyl)benzamide (0.26 g, 1.0 mmol, Moriya et al.1986 ) and Woollins' reagent (0.54 g, 1.0 mmol) in 20 ml of dry toluene was refluxed for 7 h. Following cooling to room temperature and removal of solvent in vacuuo the residue was purified by silica gel column chromatography (dichloromethane eluent) to give the title compound as a bright grey solid (0.140 g, 62%). Crystals suitable for X-ray structure determination were obtained from 9, 133.1, 129.6, 129.4, 122.3, 119.5, 118.9, 115.9, 115.6, 110.7, 108.5, 9.4 
Refinement
The NH hydrogen atom was located from the difference fourier map and refined isotropically subject to a distance restraint (N-H = 0.98 Å). Carbon-bound H atoms were included in calculated positions (C-H distances are 0.98 Å for methyl H atoms and 0.95 Å for phenyl H atoms) and refined as riding atoms with U iso (H) = 1.2 U eq (parent atom, phenyl H atoms) or U iso (H) = 1.5 U eq (parent atom, methyl H atoms). 
0.0641 (9) 0.0696 (9) 0.0655 (9) 0.0056 (7) 0.0357 (7) 0.0017 (7) N1 0.0344 (9) 0.0434 (9) 0.0440 (10) −0.0072 (6) 0.0099 (7) −0.0019 (8) C1 0.0319 (9) 0.0299 (8) 0.0474 (11) −0.0007 (7) 0.0101 (8) 0.0018 (8) C2 0.0325 (9) 0.0340 (10) 0.0482 (11) 0.0003 (7) 0.0104 (8) 0.0014 (8) C3 0.0349 (9) 0.0319 (9) 0.0461 (11) 0.0048 (7) 0.0104 (8) 
Hydrogen-bond geometry (Å, °)
Cg is the centroid of the C3-C8 ring. 
